
ATAACGGAC&TTGTAGCCTCCAATTCTGTG (SEQ ID N0:7) and 
GCGGCGTTTGAGTCCGCCATTGGCAAGCTG (SEQ ID N0:8), 
providing a cDNA library of candidates, 

contacting the cDNA library with the probes under conditions that permit 
hybridization, and \ 

identifying and isolating, the candidate that hybridizes to both 
oligonucleotides probes; A 

(b) the sequence encoding SEQ AD NO: 1 ; 

(c) a sequence encoding hFClFr having a semience substantially the same as the 
sequence of (a), wherein the differences betwedsme sequences of (c) and (a) are confined to 
changes in nucleotide sequence which do not resjilt in a change in the corresponding encoded 
amino acid of hFGFr. 

23. (amended) The composition of claim 22, wherein the polynucleotide has a 
sequence of a cDNA molecule or complement obtainable as follows: 
providing oligonucleotide probes 

ATAACGGACCTTgWgOT (SEQ ID NO:7) and 

GCGGCGTTTGAOTCCGCCATTGGCAAGCTG (SEQ ID NO:8); 
providing a cDNA librarj/ of candidates; > 

contacting the cDNA library with meprtJ^s under conditions that permit 
hybridization; and \ 

identifying and isolating the candiaate that hybridizes to both oligonucleotide 




32. (amended) The compJ)sition of claim 31, wherein the nucleic acid encoding 
means is a polynucleotide having a sequemce selected from the group consisting of: 



(a) a cDNA molecule or complement obtainable as follows; 
providingpligonucleotide probes 

ATAACGa\CCTTGTAGCCTCCAATTCTGTG (SEQ ID N0:7) and 
GCGGCGTTbGAGTCCGCCATTGGCAAGCTG (SEQ ID NO:8), 
providing a clJ|NA library of candidates, 

contacting the cUNA library with the probes under conditions that permit 
hybridization, anV 

identifying and is^^latihg the candidate that hybridizes to both 
oligonucleotide probyes; 

(b) a sequence that encjbdes SEip ID MXl. 

(c) a sequence encodiri^^iF^'^ having a sequence substantially the same as the 
sequence of (a), wherein the differences b^een said sequence and the sequence of (a) are 
confined to changes in nucleotide sequence wr^ch do not result in a change in the corresponding 
encoded amino acid of hFGFr. 





^ (aineiidal) ~ method of isolating a polynucleotide having a sequence 

encoding a human fibrobla^ growth factor receptor (hFGFr) comprising three 
inmiunoglobulinlike domains, wherein the method comprises: 
providing oligonucleotiJ^ probes 

ATAACGGACCTTGTAGCCTCCAATTCTGTG (SEQ ID N0:7) and 
GCGGCGTTTGAGTCCGCCATTGGCAAGCTG (SEQ ID NO:8), 
providing a cDNA library of candidates, 



contacting the cDNA library with the probes under conditions that permit 
hybridization, and 

identifying and isolating the candidate that hybridizes to both oligonucleotide 
probes ^ — 



41 . (amended) The hos\ cell of claim 40, wherein the nucleic acid encoding means 
is a polynucleotide having a sequence fleeted from the group consisting of: 

(a) the sequence of a cDNA molecule or complement obtainable as follows: 

providing oligonucBpotide probes 

ATAACGGACCTTGTAGCCTCCAATTCTGTG (SEQ ID N0:7) and 
GCGGCGTTTGAGTCCGCCATTGGCAAGCTG (SEQ ID NO:8), 
providing a cDNA libWy of candidates, 

contacting the cDNA lil^rary with the probes under conditions that permit 
hybridization, and 

identifying and i/olatiljg the candidate that hybridizes to both 
oligonucleotide probes; 

(b) the sequence encoding SEOJD NOc 1 ; an^; 

(c) a sequence encoding hFGFr having a sequence substantially the same as the 
sequence of (a), wherein the differences between me sequences of (c) and (a) are confined to 
changes in nucleotide sequence which do not result \p a change in the corresponding encoded 
amino acid of hFGFr. 



43. (amended) 



The host cdjl of claim 42, wherein the nucleic acid encoding means 



is a polynucleotide having the sequence 



selected from the group consisting of 



(a) a cDNA molecule or complement Obtainable as follows: 

providing oligonuclfce^^ probes 
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ATAACGGACCTTGTAGCCTCCAATTCTGTG (SEQ ID N0:7) and 
GCGGCGTTTGAGTCCGCCATTGGCAAGCTG (SEQ ID N0:8), 
providing a cDNA library of candidates, 

contacting the cDNA library with the probes under conditions that permit 
hybridization, anov 

identifying and isolating the candidate that hybridizes to both 
oligonucleotide probes; 

(b) a sequence that encodes SEQ U) NO: 1 ; apd 

(c) a sequence encoding hFOTr-^rv^fiig a sequence substantially the same as the 
sequence of (a), wherein the differences betw|een said sequence and the sequence of (a) are 
confined to changes in nucleotide sequence which do not result in a change in the corresponding 
encoded a minoj^i d of hFGFr. " ' 

45. (amended) The mkhod of claim 44, wherein the nucleic acid encoding means 
is a polynucleotide having a sequence Wected from the group consisting of: 

(a) the sequence of a gDNA molecule or complement obtainable as follows: 
providing oligonucleotide probes 

ATAACGGACCTTQTAGCCTCCAATTCTGTG (SEQ ID NO:7) and 
GCGGCGTTTGAGTOCGCC^ (SEQ ID NO:8), 

providing a cDNA library^ of candidates, 

contacting the cDN A library wiAjtffe probes under conditions that permit 
hybridization, and — ' ^\ 

identifying and isolating the candidate that hybridizes to both 
oligonucleotide probes; \ 

(b) the sequence encoding SEQ ID NQ: 1 ; and 
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(c) a sequence encoding hFGFr having a sequence substantially the same as 
the sequence of (a), wherein the differences between the sequences of (c) and (a) are confined to 
changes in nucleotide sequence^^AKhith-d(fnot result in a change in the corresponding encoded 
-mniiiCLacid of hFGFi 




47. (amended) The\method of claim 46, wherein the nucleic acid encoding means 
is a polynucleotide having a sequence selected from the group consisting of: 

(a) a cDNA molecule or complement obtainable as follows: 
providing oligonucleotide probes 

ATAACGGAaCTTGTAGCCTCCAATTCTGTG (SEQ ID NO:7) and 
GCGGCGTTTGAGTCCGCCATTGGCAAGCTG (SEQ ID NO:8), 
providing a cDNA library of candidates, 

contacting the cD^sfA library with the probes under conditions that permit 
hybridization, and 

identifying /md isolating the candidate that hybridizes to both 
oligonucleotide ] 

(b) a sequence that encodes ID NO: 1 ; and 

(c) a sequenV^enc9(feig h^GFr having a sequence substantially the same as 
the sequence of (a), wherein the differences bfetween said sequence and the sequence of (a) are 
confined to change in nucleotide sequence whi^h do not result in a change in the corresponding 
encoded amino acid of hFGFr. 
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